ABSTRACT Halolamina pelagica strain CDK2, a halophilic archaeon (growth range 1.36 to 5.12 M NaCl), was isolated from rhizosphere of wild grasses of hypersaline soil of the Rann of Kutch, Gujarat, India. Its draft genome contains 2,972,542 bp and 3,485 coding sequences, depicting genes for halophilic serine proteases and trehalose synthesis.
Transcription induction studies of cct1 and cct2 genes in archaea showed up-and downregulation of expression of transcripts with temperature (19) .
Also noteworthy are the genes for copper transport such as putative copperexporting P-type ATPase B and ATPase A, which were found to be involved in multi-copper enzyme maturation, maintaining copper homeostasis, and avoiding copper toxicity (20) , suggesting that Halolamina pelagica strain CDK2 might be having a defined copper transport system. In addition to the above mentioned important genomic features, many archaeal specific signal peptides were also detected. Accession number(s). This whole-genome project has been deposited at DDBJ/EMBL/ GenBank under the accession number SUBID SUB1035521, BioProjectID PRJNA272888, BioSampleID SAMN03287580, and accession number LGUC00000000. This paper describes the first version.
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